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S. epidermis adherence 
agar overlay method, 1322 
Pleurotus ostreatus 
yellow blotch disease 
humidity-symptom correlation, 1535 
Pseudomonas agarici, 1535 
Plumbing systems 
L. pneumophila growth 
chemical environment, 1149 
metals, 1149 
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P. fluorescens, 364 
strain 40, 364 
Pseudomonas putrefaciens 
ammonium, 812 
dissimilatory nitrate reduction, 812 
nitrite, 812 
nitrous oxide, 812 
Pseudomonas solanacearum 
purification of subunit, 605 
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